
ExonIntergenic
IntronPromoter-TSS

TTS

n = 491,818

DHS 47.8%
(n=1,192,301)

cCREs  70.1%

0

0.1

0.2

0.3

0.4

0.5

0.6

cCREs shuffle

ph
as

tC
on

s 
sc

or
e

***

 

 
 
 
 
 
 
 
 

6
Txn Elongation

Weak Txn
Txn Transition

Poised Enh
Active Pro
Strong Enh
Active Pro
Strong Enh
Poised Enh
Poised Pro
Repressed

Heterochrom
Heterochrom
Heterochrom

Insulator

Fold enrichment

1
2
3
4
5
6
7
8
9

10
11
12
13
14
15

ChromHMM
states 0 2 4

2 8
0

10

M
ed

ia
n 

ac
ce

ss
ib

ilit
y

△accessibility

n=8,188
1.7%

Promoter
CTCF Enhancer

0

20

40

60

80

100

Fr
ac

tio
n 

of
 c

C
R

E
s 

(%
)

81%

9%

Module

0

1
Feature

score

OBNBL

N
on

N
G

A
B

A
er

gi
c

G
lu

ta
m

at
er

gi
c

ASC
RGL
OGC
IOL
OPC
MGL
VLMC
VPIA
PER
VEC
DGNBL
GRC
CA1GL
CA3GL
PIRGL
OBGL
OLFGL
NPGL
PTGL
CTGL
L6bGL
ITHGL
CLAGL
ITL4GL
ITL23GL
ITL5GL
ITL6GL
CNUGA
LSXGA
MSGA
MXD
STRGA
D1MSN
D2MSN
PVGA
SSTGA
LAMGA
VIPGA
CRC
OBGA1
OBGA2
OBDOP

491,818 cCREs

no
rm

al
iz

ed
 a

cc
es

si
bl

ity
 (l

og
2C

P
M

)

0

6

1 42

Figure 2
da

c e

g

f

b


